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WHOHBIL S EHNTRE CIE (St 2852 L%2RLET, M2B
O IB 2 5. HARANDBWNME#1E. 12 7 E o T Actinobactetia [ 254
K ICEE T, )&/ TlX Bifidobacterium & Balutia 75 > & bEH L TnwbH I &
DEF T3 H A AIZ Actinobacteria FI745% W\ @ 1& Actinobacteria F9 12 )% 3 %

Bifidobacterium DE S H—HIZH D 3,

®1 EMNERMERZERT 2ELERE

9 B 9 -
Anaerostipes Alistipes
Blautia Bacteroides
Bacteroidetes
Clostridium Parabacteroides
Coprococcus Prevotella
Dorea Actinomyces
Enterococcus Bifidobacterium
Eubacterium Actinobacteria Collinsella
Faecalibacterium Eggerthella
Gemella Rothia
Firmicutes Lactobacillus Bilophila
Megamonas Catenibacterium
Peptoclostridium Escherichia
Phascolarctobacterium Haemophilus
Proteobacteria
Roseburia Klebsiella
Ruminoclostridium Neisseria
Ruminococcus Parasutterella
Streptococcus Succinatimonas
Subdoligranulum Verrucomicrobia Akkermansia
Tyzzerella Fusobacterium
Fusobacteria
Veillonella Leptotrichia
Euryarchaeota Methanobrevibacter
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